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Linde Schoenmaker, Dominik Witzigmann, Jayesh A. Kulkarni, Rein Verbeke, Gideon Kersten, Wim Jiskoot, Daan J.A. Crommelin. (2021) mRNA-lipid nanoparticle COVID-19 vaccines: Structure and stability, International Journal of Pharmaceutics]
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Table 3. Antiviral activity in Raltegravir-resistant strains

Average ICg (range, nM)
Compounds PEMC M4
STPO404 0.08 {0.02~0.22) . 740 (0.95~3.48)
Zidowubine 788 (0.22~20.7) 37.84 (28.T~57.8)
Raltegravir 1.227.70 (12.5~3,038) 2525 (3514 322)
Elvitegrawir - 2751.5 (276~ 10,000)
Dolutegravir - 4 87 (3.07~8.54)

RAL-resisonr Srans: 4736 2, 4735 4 80701, 8oT0_2 15001
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: (A) (B)
Infectious HIV-1 Non-infectious HIV-1
withoutinhibitor treated with allosteric The catalytic site In tetgrase

integrase inhibitor (ALLINI) bound to two metals
Asp

3

integrase + ALLINI LEDGF/p 75
binding site

%

The catalytic site
bound to two metals

Kess! et al,, Cell, 2016, 166, 1257

TEM study in Emory Univ.
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* STPO404=Z Qlsh ZHAIE 22 vRNP(viral ribonucleoprotein) S2tH|I7t HRIX|E AAE0]| e, H|ZE N HIV-1 &4 7tssH| & (B)

= “New MOA for HIV-cure as “maturation inhibitor” - “Divide and Conquer”, not ‘Shock & Kill' or ‘Block & Lock""

= ALLINI &4 HIHLIE #EE 23l "18'H 0|2 IBEHY (NIH) A+ X[ 22 Mg, of| 22| chst, S22tE el SsH 7 Xl 5
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